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Figure 1 The data content of Rice Functional Genomics and Breeding Database (RFGB) —3K-rice SNP and InDel sub-database. (a) The sample
distribution of depths of sequencing. (b) The sample distribution of SNP & InDel. (c) The composition of types of samples
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Figure 2 The homepage and the structure of the 3K-rice SNP and InDel Sub-database
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Figure 3 A case for searching in the 3K-rice SNP and InDel Sub-database

369



M 3 b &

2015528 $60% %44

SNP5InDel 74

18,612,50 Primary Data

Filename
BOOE-chromoasorme 03-18577953.18686176.9113

X Cancel | [ View | Save

& 4

(R4 hRF (5)3K 7K A& SNP 55 InDel #5040 22 (14 1) 18 T2 18 i 7 41 91

Figure 4 A case for functional pages of the 3K-rice SNP and InDel Sub-database
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Rice is an important food crop worldwide. Genomic research on global germplasm has theoretical and practical significances in the
mining of favorable alleles and on genome-based molecular breeding, which are related to Chinese and global food security. Through
the 3000 (3K) Rice Genome Project, we collected single nucleotide polymorphism (SNP) and insertion and deletion (InDel) genomic
variation data for the 2859 rice genomes, and established a comprehensive SNP and InDel sub-database for the Rice Functional
Genomics-based Breeding (RFGB) Database. This sub-database is a global resource containing a polymorphism information retrieval
function, a genome browser visualization system and a data export system for specific genomic regions, along with other tools. This
study establishes an important platform for rice gene functional research and rice molecular breeding by genomic selection.
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