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Figure 1 (Color online) OMV biogenesis and its regulatory mechanism mediating the colonization of mosquito intestinal commensal bacteria against

Plasmodium infection (created with BioRender)

M2 SRR 1 /0, T SueR-KOZAMA P (AN R & %
K, BEQS S 5 A fiz 1 AR B A I e A

Ao A G 0 S S E T QSHIfE 5 4 F——Cé6-
HSL, HEAT{2UEOMV™ Az FilA: Wy e B SRR TE LAY T
fie. —HSu YNIMIQSRLHHE, Suelffi i 57/ A: K EQS
{F54rFC6-HSL. ¥R /MM, QSHRSLHE I Co-HSLM
FE AR NARAEERE, BIC6-HSL R SueREs
FEHOZIERRREILE LE. oW kM|, =2 C6-HSLAT,
SueR%E A 1EA N &R 3L R FE 195 3 F L IF 3 diliz e A
MR, MQSHIE )G, KEF=A:MIC6-HSLHE 1% 'ﬁSueRéé%é.‘,
iR T SueRXT AR P 2 MR AT HE R AR A il A . B0 TR
R R R A E@FLdmﬁzﬁﬁﬁamﬁﬁl
AHSCHE DR R RO TR I, 25 SRR TR BR AR OMV P A= A= )
PR IRAERIE i 25D, TEAZE N AR 2 S5 iiEoMV
PIZER. AR LI, RNEARRIHEERS S T RN
BRI A R B A L, B it — 2 7= ATPRYE R, MR
YIRS AL P TSRS T OMVBIAE Y & A= ().

HAR RN, TP R MR R B Ak Co-HSL ] LA &

RPN

Su_ YN 1AM A 3= B FIHUERRE, X 3 A T e
25 Ir e gl A R AN B AR SR AL TR . QST
B 8 AR PR, F R I A AP RIQSIE S 4 IR 1Y
*'J B ER PR RIS, b, BRFEIE & B T A=

W, WMV REAS(Serratia marcescens AS1)FIALHAZ
E](Pantoea agglomerans), AT LAFER M350 HR (4 i T P9 TR A%
WA R EENR. X2 RRY, OMVA A W) o ks
RENRTE W] BE 2 M i A TR 7E WL B U 38 PR B A7 355 1Y
T AL, BB OMV AR 1 K A Rl A W BB A SR A A
T RG] BT LA [] 28555k — O 5t ]

A0 E e Lt 0 il M?LVE%%??’EEY%L LA TR
BELBE SR w2 Ik, AEAR SRS 7 1) B L
— BRI, WRGIE AR | AV 2B B I
WHFE Tk, XIUTAE—J5 H IR T 3RAT I T A= A A s
S P A IRHE AL ) S GRS 17 P AR o B g i ﬁiﬂﬁﬂ’ﬁi
fitt; J3—J7 i, FIHQSIE &4 F it piE S oA AR
SERRCRIRAE TR R, DU & T 2 sk A% f@il@l’ﬂ
QSF, HEEHTIE IS 7 T8 A TR BH W SR w1 S om0 .

World Health Organization. World Malaria Report 2022. https://www.who.int/publications/i/item/9789240064898

2 Barillas-Mury C, Ribeiro J M C, Valenzuela J G. Understanding pathogen survival and transmission by arthropod vectors to prevent human disease.

Science, 2022, 377: 2710.1126

3 Cansado-Utrilla C, Zhao S Y, McCall P J, et al. The microbiome and mosquito vectorial capacity: Rich potential for discovery and translation.

Microbiome, 2021, 9: 110.1186

4 Wang M, An Y, Gao L, et al. Glucose-mediated proliferation of a gut commensal bacterium promotes Plasmodium infection by increasing

mosquito midgut pH. Cell Rep, 2021, 35: 108992

5 WuP, SunP, Nie K, et al. A gut commensal bacterium promotes mosquito permissiveness to arboviruses. Cell Host Microbe, 2019, 25: 101-112.e5

4440


https://www.who.int/publications/i/item/9789240064898
https://doi.org/10.1126/science.abc2757
https://doi.org/10.1186/s40168-021-01073-2
https://doi.org/10.1016/j.celrep.2021.108992
https://doi.org/10.1016/j.chom.2018.11.004

10
11

12

13

14
15

Wang S, Dos-Santos A L A, Huang W, et al. Driving mosquito refractoriness to Plasmodium falciparum with engineered symbiotic bacteria.
Science, 2017, 357: 1399-1402

Kajla M K. Symbiotic bacteria as potential agents for mosquito control. Trends Parasitol, 2020, 36: 4-7

Cirimotich C M, Dong Y, Clayton A M, et al. Natural Microbe-Mediated Refractoriness to Plasmodium Infection in Anopheles gambiae. Science,
2011, 332: 855-858

Nouzova M, Clifton M E, Noriega F G. Mosquito adaptations to hematophagia impact pathogen transmission. Curr Opin Insect Sci, 2019, 34: 21—
26

Gao H, Cui C, Wang L, et al. Mosquito microbiota and implications for disease control. Trends Parasitol, 2020, 36: 98-111

Gao H, Bai L, Jiang Y, et al. A natural symbiotic bacterium drives mosquito refractoriness to Plasmodium infection via secretion of an antimalarial
lipase. Nat Microbiol, 2021, 6: 806-817

Gao H, Jiang Y, Wang L, et al. Outer membrane vesicles from a mosquito commensal mediate targeted killing of Plasmodium parasites via the
phosphatidylcholine scavenging pathway. Nat Commun, 2023, 14: 5157

Jiang Y, Gao H, Wang L, et al. Quorum sensing-activated phenylalanine metabolism drives OMV biogenesis to enhance mosquito commensal
colonization resistance to Plasmodium. Cell Host Microbe, 2023, doi: 10.1016/j.chom.2023.08.017

Mukherjee S, Bassler B L. Bacterial quorum sensing in complex and dynamically changing environments. Nat Rev Microbiol, 2019, 17: 371-382
Wang S, Ghosh A K, Bongio N, et al. Fighting malaria with engineered symbiotic bacteria from vector mosquitoes. Proc Natl Acad Sci USA, 2012,
109: 12734-12739

4441


https://doi.org/10.1126/science.aan5478
https://doi.org/10.1016/j.pt.2019.07.003
https://doi.org/10.1126/science.1201618
https://doi.org/10.1016/j.cois.2019.02.002
https://doi.org/10.1016/j.pt.2019.12.001
https://doi.org/10.1038/s41564-021-00899-8
https://doi.org/10.1038/s41467-023-40887-6
https://doi.org/10.1016/j.chom.2023.08.017
http://doi.org/10.1016/j.chom.2023.08.017
https://doi.org/10.1038/s41579-019-0186-5
https://doi.org/10.1073/pnas.1204158109

	群体感应激活促进抗疟蚊虫共生菌的定植

