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Abstract This paper deals with protein polymorphism in 9 taxa of Paulownia plant leaves and re-
lationship among them. The results indicated that the 9 taxa may be divided into three groups

Paulownia australis group Paulownia australis and P. albiphloea var. chengtuensis  Paulownia
fortunet group P. fortunet and P. elongata f. alba and Paulownia tomentosa group P. to-
mentosa  P. fargesii P. albiphloea P. lamprophylla and P. elongata based on one- and two-
dimensional sodium dodecyl sulfate polyacrylamide gel electrophoresis SDS-PAGE  of proteins in
those plant leaves which provided evidence for classification of the genus and identification of lower
taxa.

Key words Paulownia Protein Electrophoresis Cluster analysis

1835 Siebold  Zuccarini
1981
1986 Darlington and Wylie 1955 1976 1994 Hu 1959
1995 1990 1990 1991 1992
1980 1985 1987
1986 Hu 1959 1995 1976
® 39870631 994011100
1964 1991 1991 ~ 1993

2000-07-25 2001-07-05



740

18

1994
1990

1990

1980 1991 1992

1992 Hames and Rickwood 1990 Mosseter 1992

Palmer 1987 Wang et al 1994

1.1

1.2
1.2.1
1.2.2

nm

1.2.3

Simqual

1997

7 5
-196 C
1997
CS-9000 Shimadzu Corporation  Japan 575
1 0 NT-SYS

Unweight Pair Group Method Arithmetic Clus-

tering Exeter Publishing Ltd. USA

2

2.1
2.1.1 9
9

678 14 18 21 23 25 28 29 32 35 36 40 46 53 57 59 62 65 69 71 73

74
48 49

2.1.2

0.886
0.739

34 22
39 72 55 56 58
320 27
9
1 9 0.739 ~
0.886
0.88

0.86 9



6 741

2.1.3 9
2 0.82 9

1
Fig.1 Scanning diagram of proteins in leaves of 9 taxa of Paulownia
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Table 1 Similar coefficient matrix of single SDS-PAGE of proteins in leaves of 9 taxa of Paulownia
cl 1.000
2 0.800 1.000
c3 0.769 0.882 1.000
c4 0.776 0.805 0.841 1.000
c5 0.835 0.817 0.830 0.886 1.000
c6 0.739 0.809 0.800 0.809 0.800 1.000
c7 0.769 0.774 0.787 0.841 0.851 0.863 1.000
c8 0.845 0.808 0.820 0.830 0.860 0.832 0.860 1.000
9 0.879 0.817 0.766 0.773 0.830 0.779 0.787 0.840 1.000
0.
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2 9 0.809 0.980
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Table 2 The coefficient matrix of two dimensional SDS-PAGE of proteins in leaves of 9 species of Paulownia
cl 1.000
2 0.980 1.000
c3 0.89%4 0.913 1.000
4 0.870 0.889 0.977 1.000
c5 0.840 0.857 0.936 0.913 1.000
6 0.809 0.826 0.909 0.930 0.936 1.000
c7 0.851 0.870 0.909 0.930 0.936 0.955 1.000
c8 0.875 0.8% 0.889 0.909 0.917 0.933 0.978 1.000
9 0.857 0.875 0.913 0.933 0.939 0.957 0.957 0.979 1.000
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Fig.2  Tree map of similar coefficient of single SDS-  Fig.3 Tree map of similar coefficient of two-dimensional

PAGE of proteins in leaves SDS-PAGE of proteins in leaves
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