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Abstract Domestication genetics is oneof the hot fields in evolutionary biology. The evolutionary history of crop domestication
must berevealed for further understanding the origin and development of modern cultivation methods and agronomy, as w ell as for
using w ild resources to develop novel germplasmand improve the yield and quality of crop cultivars. In this paper, we review
recent progress in genetics research of crop domestication, especially the domestication of cultivated soybean. Future research

into the origin of soybean and utilization of wild soybean resources are also discussed.
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