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[ Abstract ]
infants in Xi’an and Shanghai. Methods: Samples were collected by nasopharyngeal swab

Objective: To compare the genotypes of Bordetella pertussis isolated from

from infants aged <1 year hospitalized with suspected pertussis in Xi’an and Shanghai
during 2018 and 2019. Bordetella pertussis was isolated, and multilocus antigen sequence
typing (MAST) and multilocus variable-number tandem repeat analysis (MLVA) were used
to analyse the genotypes. Results: A total of 1200 samples were collected from infants
suspected of pertussis and 60 strains of Bordetella pertussis were isolated, including 34
strains in Xi’an and 26 strains in Shanghai. There were significant differences in the
MAST types between Xi’an and Shanghai ()(2=18.642, P<0.01); the prnl/ptxP1/pixAl/
fim3-1/fim2-1 strains dominated in Xi’an (32/34, 94.12%), while the dominated MAST
types in Shanghai were prni/pixP1/pixAl/fim3-1/fim2-1 (13/26, 50.00%) and prn2/pixP3/
ptxAllfim3-1/fim2-1 (11/26, 42.31%). The composition of MLVA type of pertussis strains
was also significantly different between Xi’an and Shanghai ()(2:15.866, P<0.01); the
MT195 (13/34, 38.24%), MTS55 (10/34, 29.41%) and MT104 (9/34, 26.47%) strains
dominated in Xi’an, while the MT27 (12/26, 46.15%) strain was most common in
Shanghai. Conclusion: There are differences in molecular types of Bordetella pertussis
isolated from infants with suspected persussis in Xi’an and Shanghai, indicating that
further monitoring of Bordetella pertussis is necessary for better understanding the

pathogen evolution in China.
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[ 45B8iE | @ B %% A 3 (pertussis toxin A subunit,ptxA); B B & AP LA
(pertussis toxin P subunit, ptxP) ; & B "% #0.4F 1 45 M & (pertactin, prn) ; B £ (fimbriae
fim); £ 45 & T E 4B $KEH 53] 54 (multilocus  variable-number tandem repeat
analysis, MLVA); % 1% %308 /%] 4% (multilocus antigen sequence typing, MAST) ; &
B4 BB (polymerase chain reaction,PCR) ; T E 4 B % 3£ % & /57 (variable number
of tandem repeats, VNTR)
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Table 1 Status of pertussis vaccination of 60 children with Bordetella pertussis infection

[n(%)]
PE AR
KPR ReBE SR
T 34 16(47.06)  11(32.35) 7(20.59)  JGHMEE FABRERT (RIUAEYH ST B BRTHTEA F)
g 26 10(38.46)  11(42.31) 5(19.23)  JCHUMEE ABERERT (RIUAEDHI AR IrA BRSTEA F]) SR (A E
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Table 2 Comparison of MAST results of Bordetella pertussis

isolates in Xi’an and Shanghai

[n(%)]

MASTHEL| YT R3]
prd/pixP1/pixAl/fim3-1/fim2-1 ~ 32(94.12)  13(50. 00)
prn9/ pixP3/pixAl/fim3-1/fim2-1 1(2.94) 0(0. 00)
prn2/ptxP3/pixAl/fim3-1/fim2-1 1(2.94)  11(42.31)
pral /pixP1/pixAl/fim3-4/fim2-1 0(0. 00) 1(3.85)
prnd/pixP1/ptxAl/fim3-1/fim2-1 0(0. 00) 1(3.85)

MAST: Z AL HURF 5153 2.

BEMAST B Kprnd /pixP1/pixAl/ fim3-1/fim2-1F
prn2/ptxP3/pixAl/fim3-1/fim2-1 .
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Table 3 Comparison of MLVA results of Bordetella pertussis
isolates in Xi’an and Shanghai

[n(%)]

MLVAZL | VYT ]
MT195 13(38.24) 4(15.38)
MT104 9(26.47) 3(11.54)
MT55 10(29. 41) 6(23.08)
MT27 2(5.88) 12(46. 15)
MT10 0(0. 00) 1(3.85)

MLVA : 257 si 1 A28 H B3R E A2 P81 7047
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