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[ E] & KEZFKRNA(circRNA)-SR48% CTD 48 % B F 8(SCAF8) /£ &
M IRB T A dn B AR 2 R R T R AR R BLE] . Fok BRIR T AR AR
a4 A B AT BRAE  FHE T BB 4L 5] R T 5.33 mmol/L #) £ ¥R JE 64 4 03 A
A3z F%  RNA #F BB 20 | circRNA-SCAFS 47 #1] 28 . #% RNA (miR ) -93-5p if & ik 40 f»
miR-93-5p 474 282 3| /£ 5 #2 IR 3% T A K2 4 siRNA . circRNA-SCAF8 47 4] 5 F .
miR-93-5p if & ik 4 F Fo miR-93-5p 4 7 . KA 2m i3+ HX 7] & 8(CCK-8) ik i
K. 2w i K Fe Hoechst 33342/ 40 Jog R e Je & kAo 2m o 578 B Apn B &, R
B G PP AT ik e B B S, R R R AR R 8 T Al K R SRR G (ASC) R R R G B 1
(caspase-1) \Gasdermin D %& & (GSDMD) \NOD # %4k K 7% % & 3(NLRP-3) FLEL
EGAEAE RN E G (TXNIP) IL-18 F IL- 1B F B A8 £ B T Ak, R AR TiFEF
B A-H4% B (qRT-PCR)#) circRNA-SCAF8 .miR-93-5p o TXNIP ¢4 B k& ik , R
A 32 K JRAL Z¢ 2 ik Z AL circRNA-SCAFS F2 miR-93-5p, 5K A 3 3 b % B 55 I 359k
miR-93-5p 5 E Ty T egdedifliz X &, 4 %.5 RNA B2 4L, circRNA-
SCAFS8 #7 41 28 = miR-93-5p it & A 28 4m feL 73 75 F 5+ & (39 P<0.01) , 2a o 2 = R %
A% (35 P<0.01) , TXNIP NLRP-3 . caspase-1 .GSDMD ASC . IL-18 #= IL-1B 4 & A48 %
B F 9 R A 2 R F R (34 P<0.05) ; #74) circRNA-SCAF8 J& miR-93-5p ¢ & A & %
%38 (P<0.01) ,iE & 1% miR-93-5p J& circRNA-SCAFS 49 & ik A BeAk AL 4 {2 £
x4t F & L (P>0.05). miR-93-5p i it 5 circRNA-SCAF8 #9 3’ UTR X 44T i
circRNA-SCAFS8 4% i& ,miR-93-5p i it 55 TXNIP % 3’ UTR X #5 & 48 TXNIP &.i%
circRNA-SCAF8 = miR-93-5p 345 T 4a i Jj 7 , /2 20 feL " & & 85, qRT-PCR %
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I KB Y (35 P<0.05) , iE B miR-93-5p T3 TXNIP J B & ik . 4 #;circRNA-
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[ Abstract | Objective: To investigate the role and mechanism of circRNA-SR-related
CTD associated factor 8 (SCAF8) in regulating endothelial cell pyroptosis in high glucose
environment. Methods: Human umbilical vein endothelial cells (HUVECs) were cultured
and divided into six groups. The normal control group and high glucose control group were
cultured in cell culture medium with 5 and 33 mmol/L. glucose, respectively. The RNA
control group, circRNA-SCAFS inhibition group, miR-93-5p overexpression group and miR-
93-5p inhibition group were added with non-functional siRNA, circRNA-SCAFS inhibitor,
miR-93-5p overexpression molecule and miR-93-5p inhibitor in high glucose environment,
respectively. Cell viability and pyroptosis were detected by cell counting kit-8 (CCK-8)
assay, flow cytometry and Hoechst 33342/propidium iodide fluorescence double staining.
Western blotting and enzyme-linked immunosorbent assay were used to detect the
expression of pyroptosis-related factors including apoptosis-associated speck-like protein
containing a CARD (ASC), cysteine aspartic acid specific protease-1 (caspase-1) and
Gasdermin D (GSDMD), NOD like receptor protein 3 (NLRP-3), thioredoxin interacting
proteins (TXNIP), IL-18 and IL-1B. The expression of circRNA-SCAF8, miR-93-5p and
TXNIP was detected by quantitative reverse transcription polymerase chain reaction
(qRT-PCR). Fluorescence in situ hybridization (FISH) was used to locate circRNA-SCAF8
and miR-93-5p. Dual luciferase assay was used to verify the targeted regulatory
relationship between miR-93-5p and upstream and downstream molecules. Results:
Compared with the RNA control group, the cell survival rate of circRNA-SCAFS inhibition
group and miR-93-5p overexpression group increased (both P<0.01), the pyroptosis
decreased (both P<0.01), and the expressions of pyroptosis-related factors such as TXNIP,
NLRP-3, caspase-1, GSDMD, ASC, IL-18 and IL-1 were significantly decreased (all
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P<0.05). The expression of miR-93-5p was significantly increased after inhibition of
circRNA-SCAF8 (P<0.01), and the expression of circRNA-SCAF8 tended to decrease
after overexpression of miR-93-5p, but with no statistical significance (P>0.05). Dual
luciferase assay showed that miR-93-5p downre-gulated circRNA-SCAFS8 expression by
binding to the 3" UTR region of circRNA-SCAF8, and miR-93-5p downregulated
TXNIP expression by binding to the 3" UTR region of TXNIP. FISH showed that
circRNA-SCAF8 and miR-93-5p were both located in the cytoplasm and were highly
associated in the cells. qRT-PCR showed that the relative expression of TXNIP
increased or decreased after overexpression or inhibition of miR-93-5p compared with
the RNA control group, respectively (both P<0.05), suggesting that miR-93-5p could
regulate TXNIP gene expression. Conclusion: CircRNA-SCAF8/miR-93-5p/TXNIP
axis is involved in the regulation of pyroptosis in HUVECs under high glucose.

[ Key words |  Diabetes mellitus type 2; Pyroptosis; Human umbilical vein endothelial
cells; Thioredoxin interacting proteins; Circular RNA-SR-related CTD associated
factor; MiR-93-5p
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[ 45B&1R] | Bk R % & B (cysteine aspartic acid specific protease, caspase) ; NOD #f
Z M K #% % @ (NOD like receptor protein, NLRP) ; 78 == 48 & 5t & 4 %% & (apoptosis-
associated speck-like protein containing a CARD, ASC) ; Gasdermin D % & (Gasdermin D,
GSDMD) ; 2 3k RNA (circular RNA, circRNA) ; SR #8 % CTD #8 % B F (SR-related
CTD associated factor, SCAF) ; # RNA (microRNA, miRNA, miR) ; 12 4% RNA (me-
ssenger RNA, mRNA) ; 32 2.i% % & 48 Z 1F ] %& & (thioredoxin interacting proteins,
TXNIP) ; A K% Bk P9 & 28 B2 (human umbilical vein endothelial cell, HUVEC) ; 48 Jit,
#+ #3X 71 & (cell counting kit, CCK) ; 7+ A& F B2 3¢ £ & (fluorescein isothiocyanate,
FITC) ; 3X 4% % 9% 9L 7% % (radioimmunoprecipitation assay, RIPA) ; % & & 4% 2% &
(fluorescence in situ hybridization, FISH) ; #k A& 1t & 4L 4 85 (horseradish peroxidase,
HRP) ; B 3% % 9% R M X 3 (enzyme linked immunosorbent assay , ELISA ) ; i #%-3-
#i B B A B (glyceraldehyde-3-phosphate dehydrogenase, GAPDH) ; <> F #£ RNA
(small interfering RNA, siRNA) ; & & # 4 & R 4 85 4% X 5 (quantitative reverse
transcription polymerase chain reaction, qRT-PCR) ; B B& 3k 2% ¥ i#& (phosphate buffered
saline, PBS) ; T 28 iLigk & AKX 5~ 556 B - (reduced upon activation ,normal T cell expressed
and secreted factor, RANTES) ; T2 43 83 7 B -F (silence information regulator, SIRT) ;
WUR R/ R R 45 ATP B (sarcoplasmic/endoplasmic reticulum Ca**-ATPase, SERCA )
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H A A S8 TE A WIFFE R BT AT AR 5 4l £ T AH
KT AR T SRR S VEIRBE , S — R i
F caspase-1 W% (caspase-1.4 .5 .11) 75 F IR IE
PEFJAE PR A0 MR P PEAET S, 5 A0 I T 2 ) A

eI I 24 A5 LRI RRAE S BT R , e MR
ZMAE SE AR S S AR T TR MGE
Hr, NLRP-3 BN AL >, 5 ASC S & I
I caspase-1, caspase-1 PIHIfiE 4 14 4H i K+ 11.-18
FITL-18 AT AT ARAE ; fEAF L HLE T, cas-
pase-4.5.11 A LIS R B 220 , T8 BUAR 1/ MA
KYIE GSDMD, MBI AR AE A [t 7= HE RRAE S
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W R R AT IO AN R Y cas-
pase-3,1%5 FANAEAET-

circRNA J&2—87%H 3'-5' Z R R HRILER
PATIRZE K DN R AR S RN A, TR FEE 655 R A
M5 I RE B A 55 2 PR i & R i % 2 0%
VER" . BT, A BFSEIESE circRNA-SCAFS
FEAR RS T R R HEAE 02 G S e o 3 g
PE PO P R AN AR T R UESE . RS R,
circRNA A L3 525 45 #E 8 4% miRNA>> 3T #3040
mRNA S & 1 mRNA 158 2 52 1w 25 1 o 4 1 3
[ 335, 3% % 6 7E Al i g b 25 80 T
ENIE™ . B4, cireRNA FE T miR-93-5p 78 B
R 2l Jok ok B 858 Ak v Al ke #5 EE BEARE R
miR-93-5p FI#AY TXNIP A AE 7 25 Wi A i
Sy YR s A (R YN e A ) ]
INRERERE >, A7 38 1 40 M 5256, LA 06 0F )
BEAME T cireRNA-SCAFS i 7 FH T miR-93-5p 3k
A TXNIP A FR (e U 1048 P B A AR T

1 HREH®

1.1 20 R A 2R

HUEVC (7= &% CM-H082) K Ji F ScienCell
8 ARG 293 41 (Expi293F GnTI 41l 5 )
S8 T ThermoFisher Scientific 22 &) o

MR FRAE SR S T R R A R A
M Biological Industries 23 7] 7= iy ; CCK-8 {7 & 4
Dojindo N PR Annexin-FITC % W AL 73 g
BN BD Bioscience 23 7] 77 it s Hoechst 33342/fil
AN IE X' G (0,200 & BCA HE A I &
RIPA S i by b i35 = KA B A BR2A =) 7™
m 3 4 G W FISH 3 5% & AT Lipofectamine™
2000 %% 4L % 7 ThermoFisher Scientific 2 7 72 i ;
JowE /s i 1 5 1R & o BT BE SR AR ) TR IR
23 )7 5 SDS B DN A ot g 58 I L 2R i R L M
I A Invitrogen 23 F] 7% i s TXNIP 24 Abcam 23 ] 7
At 5 BB BT caspase-1 (42 000,45 000) |, e £ #it
NLRP3 (118 000) 34 Santa Cruz 23 A} 7 iy 5 S B4
TNXIP (44 000) . % Z T ASC (25 000) Fl 6 Z 4
GSDMD(35 000/53 000) 7 Affinity 23 7 ™ il ; HRP
FRicEP/NR 5 HRPARIEFEPT R B NI
A A ) TR A PR 28 & 77 i s NLRP3 2 Novus
NI ; caspase-1 >} Santa Cruz A 577 5 s 1L-18
FIIL-18 ELISA 57 & [ ifg i S A YRk A R

NI FE 3 TRIzol 305 4 Ambion 23 7] 77§ s HiSeript
190 2 S T TR 6 R T A R A R IRy A
[{E /A Pl

GAPDH . TXNIP . miR-93-5p il circRNA-SCAF8
1Y SR A A RIS B cireRNA-
SCAF8 Ml (JF %5 CAGCAGTTGTATTCCC
TGA) .miR-93-5p &t Fik 73 F (JF41*5 CAAAGTG
CTGTTCGTGCAGGTAG) .miR-93-5p #il5] . To3h
it siRNA (7 %] 5 TTCTCCGAACGTGTCACGT)
N B AE MR AR A B JIRHIR6 B

e B A P % M Leica 23 8 72 0 s BE AR Ry
Molecular Devices 23 7 7= i s (2] & . f#08% A Olympus
28w s IR O LR U T 75 [ Eppendorf 23
Al O A Y Ty T BB P A BRA R
i s AN AT O AL B B B AR T K R A BR A
A7 s qRT-PCR A 26 (8] ABL 28 W) 7 i 5 A2
SRR 3 HT 22 580 2 [ Promega 23 7 7™ i
1.2 HUVEC & H M5

AR B 0 AR A A T 37 °CoK
W . F75% SR TG, RN 2%
Y% 15 mL IR E.O8 B I A R 2 37 °C
15 IR 4~5 mL, 2], ZE i 500xg &5 40> 10 min,
W . R 4~5 mL YR — RG5O F
2 FWE W, i HUVEC 58 4 55 95 W 4~5 mL 25 H -
532 HUVEC AT B A 5X10° 4,

FH 81K B 0.5% B ISV, 1o U PR 7 o
W 2~4 4> T25 555800, AN B SR P A 2~3 mL
0.5% BH BE V5 W I 4850, ol /6 A YR A il 355 5 LIS
T, BT 37 CHEFRAE N ICE 2 he 40 B H2 4 i
F AP, BN 85 R W 3~5 mL, #% 2500~5000
Alem* EFh, BEATG BT 37 °C,5% E AL E
FANEEIE 24 h, B SE SN EE . IR
AkSERE R . BRI IR K, B K B
R IR MY 70%~80% Ji HEATAE AR BAAT
1.3 HUEVCH4 KT

IEH X4 . HUVEC B T 5 mmol/L %5 26 H ik
JE 110 440 B 5% 77 35 (10% R 4 IMLYE | 1% 75 %5 3% /655
ZVW) AR BT 37 °C L 5% AR AR
TR R SRR TR R s PR IR AL HUVEC B
F 33 mmol/L H A5 WH IR & 1) A0 a5 95 38, oA 2
[ 1E 5 0T REZH s RNA XS RRZH - S BEEREE R I A TC )
fiE siRNA ; circRNA-SCAFS 1 1] 41 « =5 B ER 55 T
A circRNA-SCAF8 il 73§ ; miR-93-5p 1 3R IAAH -
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I HERREE T A miR-93-5p 11 #3570 ; miR-93-5p
PIHIZH « FBEPREE T A miR-93-5p #1151
1.4 CCK-8 i 4 o /7 1% %

EHUE KOARZS B0 504 KT HUVEC #1
V40 B B3, TR 2) ¥ HUVEC PL 1x10° AN /AL 4% Rb
TS AL, {40 %% B AR T 1000 4~/4L , 15 5+
M T 37 °C 5% S ALk 35 T2 58 N 5 57 24 he
FHALINA CCK-8 17 10 pL, BARIEAT, Sk s
Nof FEZH (57 55 35 5 M1 CCK-8 VA T, AN S 4 it ) o
R FRUE T 37 °C 5% AL SR AIEE 1~4 h,
S AR B 13 3 H e e A ik A S
FEYE o il FBEARAAE 450 nm I A0 0 E W
FEAE, BRI =K. AMAFTE 5 (%)= (45 4140
IR S B /25 P %o B L R B ) X 100%

1.5 37 240 M A F Hoechst 33342/f Ak T I XL
TGt PRI A L A T

T A AR - e S FLIRES % HUVEC, f7 41
AR IE B 60%~70% Ji FEAH M 5% 5 1 Wt 2 500
PN, PBS VA U BE 20 B — Y, A S R 2 1l
NMTE AL RO A . SRR, W S il
ANMIH AR . R I AR S TR RS IR A 5 A 3
BELOA N, 1000xg B0 5 min, 75 F I W, WA 40
JiL, 1 PBS % B B A MU T8, RIS L
FESE 2 11 V-FITC IR BTN WE VWU TR AT
PFE 15 mino R T A0 AR , 52 5645 S LA
DG P IS B RN 8 A WA e 1) 20 if
E PG BR 14 53 A1 T A5 T 20 B L 191

Hoechst 33342/8L £k TA e XL5¢ G G 0 15 8
HUVEC LA 5x10° /LR F 24 FLAR H, H IR
BEG L R G A . R R Y AR 5 L
Hoechst 33342 7£ 37 “C ' i % & 10 min, FH
3 L B TN BE S W AR 2 T AR PR 15 min, 8T
G AT AR WSS AR T A0 A LT R A B A
1.6 T E v A I A T A DG 2R 1 2k

K FH RIPA 28 N 1 10° /4™ 20 fifg vh 43 55
L, R BCA B R I & A 7 26 P vk B e o
FH SDS 5 4 Ik Rl 358 I F Dk 43 B8 B 11, IR 4
BRI R ) B IR MR L PR A
LhG, 5—9fe4 CAE TR IR, RS =ht
TEZE W T A 1 he HL KA I TXNIP, NLRP-3 .,
caspase-1 ,ASC .GSDMD fl GAPDH., F ECL k2%
ST B A AT T AR AR B, FH Tmage] 3K
P M HOK B . L GAPDH A N 2, 43 it &

TXNIP .NLRP-3 , caspase-1 , ASC 1 GSDMD 5 GAPDH
(AR e 38 I IH —fh AL 3L
1.7  ELISA BEAG 40 1L-18 FlIL-18 By R IA

fifi H ELISA 3050 &l .2 HUVEC P 1L-18
IL-18 AR . A9 % vl A e S M b Ak sk
EHE Al W E (1~10 pg/mL) , L0 0.3 mL,
4 CRI . WH R, RG22 v =k,
BEVK 3 ming BEFLANA 0.2 mL I B 2% b i i R
& PUR B R RS, BT 37 CHEEEE 1~2 h,
IRIGVET o A FLEFINA 0.2 mL FH 5 B 2% v i
B 0 B AR 0 S PE B W, 37 “CAEHT 1~2 b,
SRIGEE . FINA 0.2 mLIEYIE R, = IR1EH
30 min. a5 FLHANA 2 mol/LAF 1 0.05 mL.
H I a8 B AR Lt D0 WO B £ B R
ol B B R iR, BF I B o R T (e sl v . il
FH ELISA K 14X F 450 nm 7 K AR 2 4% FL WS
FEAE, DAzs O BRAL IR 2 KT R 1 BR M X 1
W BE (G 2.1 A3 B0 BAE
1.8 qRT-PCR £ M circRNA-SCAFS ., miR-93-5p
A TXNIP R H Rk

K H TRIzol iX 7 73 2§ RNA , {8 F] HiScript i
B SR & A QRT-PCR 1S0FF RNA 536 5 55 i
cDNA JG HEATKEM . R FH GenBank 54 22 2 i L
RPN I35 19, W 1. #4520 wL W &
10XPCR #" 34 2% v 2 wL . PUFH ANTP (10 mmol/L)
2 wL . RNA EEIIH17] 20 U.mRNA 1~2 pg( 5 RNA
5~10 pg) G111 pLAEFAMIRA G, T 42 CRNE
60 min, JZ I 58 56 J5 B A FE 95 CTF ik
5 min, {336 5% S B 2% 75 A RNA-cDNA Z2 & 9 48
£ LLiZ cDNA 55 —55 J R , LLIN S GADPH R
X HR AT P, R R 3 B 0 5 A AR
SN 45 oS AR A i A, SR A 2700 it
B mRNA AT 57K .
1.9 FISH M%< circRNA-SCAFS Fl miR-93-5p fE 7

{6 Lipofectamine™ 2000 YLK S LR
K BT AL Y peDNA #4452 2x10° 4~ HUVEC,
FH PBS 3 P40 i, I H 4% 22 5 W[5 22 10 min.
fdi ] 70% £ 95 3% 12 h, #5700 PBS PR =K,
SR K 20 RLTE 50% FP I I A1 2 mol/L A7 162 R 4 2
g K AE 10 min, B 200 w52 G 15 W N 7e
e bR b, PSR AR W GO UL, 3 ik A L
210, 5¢ ) (miRNA) &% 44, 5¢ G (cireRNA) WL %8
circRNA-SCAF8 Fl miR-93-5p % i/
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Table 1 Primer sequences for target genes

A FE A FFH(5'—3")
GAPDH IEM : TCAAGAAGGTGGTGAAGCAGG
S : TCAAAGGTGGAGGAGTGGGT
TXNIP 1EM : TGAAGGCTTTTCTTGACCGC
JZ ] : TCGAGCAGAGACAGACACC
miR-93-5p 519 : GTCGTATCCAGTGCAGGGTCCGA

GGTATTCGCACTGGATACGACCTACCTGC
L8] : TGCGCCAAAGTGCTGTTCGTGCA
JZ[] : CCAGTGCAGGGTCCGAGGTATT
circRNA-SCAF8  1E[]: GGATTCCGCCTCCAGTTGTC
S : GGATTCCGCCTCCAGTTGTC
GAPDH : H i -3- B 7R 1Bt S0 5 TXINIP : i 4eCide £ 1 A T A
JHEE T ; miR : 7 RNA ; cireRNA : 0k RNA ; SCAF : SR AHC CTD #H
KA F.

1.10  ACEER LI IIE miR-93-5p 5 I T ijf
AT I [ 4 O R

i G W P8O R W S5 5 IE miR-93-5p 5
circRNA-SCAFS FI TXNIP 7 3 [H] )2 i it 48 ) 8
KA BE miR-93-5p 5 circRNA-SCAFS 4l [w] H.
YRR, A5 FH SR /) 2 i 159 A A 2 ' R il 4
& BORL, A 5T B A B 58 A8 A cireRNA-SCAFS
JERL ) S N R R SE . ff ] Lipofectamine™
2000 % Y Wi ¥ & A peDNA circRNA-SCAF8 it
KL 5% 96 £ T 4K 5 miR-93-5p 1 # ik 4 F .
miR-93-5p M il 57 5 T Dy fig siRNA A% e 2 A IR
JG'EF 293 4 L. 48 h /S WA IF 2@ A i . B9k
miR-93-5p/TXNIP {5 538 & A I G i, A 9
F WA R, 77 A 45 B A B al S8 AR A TXNIP
LR BRI 9 2 il A B R, oA AP BR [ | o
W o RN 2R Wl o3 BT SOl 9 G T
AT A DT R R e A KT
L11 itk

K H GraphPad 7 /AT S8 0 F 3 #7 o B4
SEES A = A FEAR ST EE T AT S ESS
AT B T BERER B R e n i 22 (2 £ 5) o, 4
() L0 358K FH o A6 6 550 PR R 22 43 # L P<0.05
ERBFIEE L

2 # R

2.1 circRNA-SCAFS8 #ill ] 4 F . miR-93-5p i %
K31 miR-93-5p 411 il 771) A g 2
circRNA-SCAF8 11l il 2 i) circRNA-SCAF8 4

X 3k iR 0.40+0.05, I 3 K T IE H X R4
(1.00+0.00, P<0.01) . fm # Xif FRZH (1.70+0.40, P<
0.01) Al RNA X} B 20 (1.55+0.57, P<0.05) . #&/~
circRNA-SCAF8 1l 43 F XJ circRNA-SCAF8 [y 5=
KA W IR UE B cireRNA-SCAFS 4111 i
LRI AL ) .

miR-93-5p 1 & ik 41 1) miR-93-5p AH X} 3= ik
O 10.21£1.67, 3 & T OE H A A (1.00+
0.00, P<0.01) . = AT B 4H (0.40+0.04, P<0.01) Fl1
RNA % 1R2H (0.32+0.09,P<0.01) . $2&7~ miR-93-5p
1 k43 F X miR-93-5p 1Y ik HA R AL
L UEB miR-93-5p i Rk 2 BT AR HE AL )

miR-93-5p 11 1l 41 A miR-93-5p #H X 25 ik &
40.12+0.02, I K T 15 % 6 B 4H (1.00+0.00, P<
0.01) . =4 X B 2H (0.34+0.05, P<0.01) F1 RNA Xf
HE 41 (0.33+0.07, P<0.01) . #2758 miR-93-5p 111 il
FIXF miR-93-5p 1) 4235 B A & Il SR i
miR-93-5p 1 ZH AR ARG E i
2.2 I circRNA-SCAFS8 2 ik X 40 e £ 1~ L fE
T S8 1 H miR-93-5p F2 1k Al 52 i)

CCK-8 32 it =X 240 A A A5 I 45 R oK,
circRNA-SCAFS 31 il 41 240 g 17 15 K 48 RNA Xf He
5 T (P<0.01) , A AR T2 4 RNA X fR 41
2 FRE(P<0.01), W 2 1] 1., Hoechst 33342/
TR TR E A6 S Gt 25 2 1 7 |, circRNA-SCAFS
1 140 2 0 T 200 P LT b B L A9 RNA X R 2
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Table 2 Comparison of cell viability and pyroptosis rates in

circRNA-SCAF8 inhibition group and the control

groups
(x +5,%)
Al no AIMEAEIER difEEToR
TEH X IR 3 110.62.7 3.13+0.46
T N R 2L 3 92.9+1.7" 15.53+0.57"
RNA XJ &2 3 91.6+2.7 14.78+0.56
circRNA-SCAFS I 3 99.8+1.2" 9.23+0.80"

5 E # RE L L #, P<0.01 ;5 RNA X IR AT L &8 , *P<0.01.
circRNA : Ffk RNA ;SCAF : SR AH K CTD AH & A 1+
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Figure 1 Flow cytometry results of circRNA-SCAFS inhibition group and the control groups

TEHA L e B A

RNAXTHRZH circRNA-SCAF84ifilZH

W OTOCFE S IR AN, LT ETOCE S BT A . FRR=1000 pm. cireRNA : 3R RNA ;SCAF : SRAE CTD AHSE T

circRNA-SCAF8 11l 2 5 4 %T Fi 21 Hoechst 33342/l I IESEL e (4 4]
Figure 2 Hoechst 33342/propidium iodide staining results of circRNA-SCAF8 inhibition group and the control groups
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Table 3 Comparison of pyroptosis-related factors expression levels in circRNA-SCAFS inhibition group and the control groups

(x +s,n=3)
a9 NLRP-3 caspase-1 TXNLP GSDMD ASC IL-18(pg/mL)  IL-1B(pg/mL)

AE R R 2 0.29+0.07 0.05+0.01 0.26+0.04 0.16+0.02 0.20+0.02 11.9+2.2 8.8+2.9
R BT R 2 0.62+0.10"  0.19+0.04™  0.64+0.08"  0.34+0.04"  0.51+0.04" 41.246.6" 61.1£10.6™
RNA X B84 0.58+0.09 0.20+0.06 0.63+0.09 0.32+0.06 0.50+0.05 41.8+4.6 60.1+6.5
circRNA-SCAFS #1 il 21 0.43+0.06" 0.12+0.02" 0.35+0.06"  0.21+0.03*  0.26+0.04* 25.8+3.9* 27.1+5.6*

SE R TR, "P<0.05, 7 P<0.01; 5 RNA X R4 L 48, *P<0.05, #P<0.01. circRNA : FR4R RNA ; SCAF: SR AH5E CTD AH G A T
NLRP:NOD #: Z AR FKIEE [ ; caspase : R [ ; TXNLP: £ 5830 & P BAE FHER 115 GSDMD : Gasdermin D 8 [ ; ASC : 8 T AH B A

R ER

F4  miR-93-5p 1 Ik 4 5545 % BEAL %) 40 e A7 1 R AN 4
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Table 4 Comparison of cell viability and pyroptosis rates in

miR-93-5p overexpression group and the control

groups
(x £5,%)
4B no YIHAETE %R TR
IR R 2 3 95.3+3.5 2.57+1.12
i X 2 3 78.1+2.9" 13.63+0.97"
RNA XJ R 3 75.9+1.4 14.25+0.83
miR-93-5pid Fikdl 3 87.5+3.8" 9.60+0.73"
5IEH MR LH, T P<0.01; 5 RNA X HRZH b A8, "P<0.01.
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Figure 4 Flow cytometry results of miR-93-5p overexpression group and the control groups
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Figure 5 Hoechst 33342/propidium iodide staining results of miR-93-5p overexpression group and the control groups
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Table 5 Comparison of pyroptosis-related factors expression levels in miR-93-5p overexpression group and the control groups

(x +s,n=3)
4 5l NLRP-3 caspase-1 TXNLP GSDMD ASC IL-18(pg/mL) IL-18(pg/mL)
IEH T IR 0.33+0.04 0.07+0.02 0.21+0.05 0.12+0.03 0.28+0.04 11.9+4.1 9.3+2.9
TR R 0.69+0.09"  0.26£0.03  0.63x0.07"  0.33x0.04"  0.62+0.05"  43.0+8.9” 62.2+10.9”
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Figure 7 Spatial location of circRNA-SCAF8 and miR-93-5p
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