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Bl 2 o AR e . BRI PERZ Lk, BRI R “E 7 o KGR e EEIRE
ez —, HrPEMRREEXRIIRE e 5hatel. EEmPaE, m+5. 3B, Bk
£, BEEGE. OGRS ANE R Z A, PEEW TKRBERERK KEMME. I, =R EKEE
AR B a R girE, SR ST E R U 0T 7 A SRR — . G EliE . R
FRNTEGESARNKRE, BRI EE M AR,  “HIRER X7 ZF47300 0
(2024—2026%F) ) P IEAdR Y, FREAEVE PSRN, IRAFZYE & SR A EE MR ST
R, O AERL R AR SO 22 SRV AR R &, HEREES R AU E IR, IR, WES
HHHEA S A FR I RTEEE 5, ORI RIICR 5 & MR RE A KPR BT B

FERMERE T RS B BUES S 0E SO SR BA R e 18 UM EECE S, 8% B
il 8 (FR iR SR B a R85 FATAH G SEAR DA AR B MR . FERM e, —
i T BF S ST W R A = I VR —RASFI RN 2, R R iE s i B R Bl S/m, cAF
A 2 B TR B — 1 SCER TR B AR B 0, TR R 0] SR R R S LR IEOC R I
R, M DL AR S i b (1) 2 B2 2 7] 5 3 A T AL RAE

AHFAE R A B Al b — P g T BRI A (Scientific experimental events, SE) )
M, FR 2 REA I 0 b 520 BT 1 & SR B AR SR R RIS R U A S5, T
IR R SLIR I R S R OGN R B R AR BAEH . 5 — MR E AL, BI04 T 5
WL “SEIRE” WL, HE2RMER LG RHFATEMMWAL . FL, — D mBErklysiing
RS TSR FARRA, RRFM, ZRSR ., RARRRM TooH g5, IR (a5 220
MEVERHE, H&RIME. 7SS RE, e R 2R 7 SLI S B 2 Rk R 5 A
AT

& B4 H (Information Extraction, IE) W7t HARIHRTE S AT A IE BMHEAR, W
SRR HCROC RAMEEE . LR, AN TR BRI K D) T IHIREAR 5L R AR, KER
REALAE BT HUCREAY 1) 51N B 2 3R & 1 IS TR AR I RSO MR R PR SRl BB PR A i 44 SRR TR0
(Named Entity Recognition, NER) , J HARTET M B B SCAH A A = SR SEARL AR5, A
SEPPROE SR A E S BB Ik, AR AW E, TR TR, B TR ] 80
BT W 25 001 K FE TP SR AU 021304 RRTTIER R o Horbr, BT R0 B9 77 k3 T S5 A f oA
{HIZALRE I PR s 25T CRF & MIMER K G AT AR EE B SCfE BETHE AR & 5 2 T M2 2% 40 LSTM.
CNN. RNN [ 5 VEAERFE 2 2] FNE SCRIE TR B &, (BB AR s . BB IR E 2= IR,
PIZREAL (41 BERT. ALBERT. RoBERTa %5) fN4H0 i 7%, H&uRn) BT OS5
Wil R he /), JCHIE & AL SOA P B SEAR AN 5C R PR 55

SR, A LRI O 55 515 B iU B — e /R . —J7H, 4aur EReohEdE
= (41 Gramene F Oryzabase 55) % DAFERR . PR EG S AP A SLAARA(S BoRZG, M E T #RS AR 4
N7, SRR SRR B R LN AR G R I FRIL, M DA SCHERT RIS 3h 3 A8 A AR R 1
ANGIHTIL, 55T, RS B AU A T U0 GENIA 58} % A BioNLP Shared Task 4 £&
SR EHAEAE TR, (HOX R R A 32 I ) AR R A BOE R AR, B AR RO E Mg S
OO, HiEW R GIARA B RBARER KRR, MM EM SR Z RS 52 ER
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P E BVRFAED ST, A, A H R 2 IR 5 TR RS YI 2R 5 VP IIAT 55, RER} 2 S is i #5455 61 it
RRIER B R . PG, w55 A g 1 [ O & Fh AU i B 22 se e A ol 45, DL “ A7
NIZL TG, AR KSR KRR LSS BT R, a5 F 7 s2 i 4
FR) B BB 2 2R e B U BRI R A2

AHEFUIH KRS B A HTAR Y e U, St R M E R . TR AR RSO
REVEF 22208 A H R4 . JE T Web of Science™% /0 &5 5 #ll PubMed Central (PMC) {45 72 35 Bt
FORRHS 1 S04 SO, R RN KR 5 B8 LightRAG K& GRHESL 5 2ot ) BERT VR 5 5 2]
B, 458 EH 0K EdE hoosh B 2 a A, B, mEk, A4 EMmsE, MEREK, ®AY,
BAEBERER, T EFER, THENEORIL 9 Kk, DULES, FHgalfis:e, &Y, A5
MMFIES EOR BT, MHEAER, fm, HoRE1E, BORSCHEIL 8 KN R, RAMWEME 10,409 5%
SEAR [ 13,034 S5 SERRERR RV SCIG AR AR, Waa @ IESE. DhRess. BRIERK. HiRFK 4K
KRR, AEIRRFEANAA B EHOME, TR T KT RER R Y240 . IR o R %42 7>
TS BOR IR F SRR, TOASEIN G T B M & e vt B Fhe R SR it 1 U8 S (i 208 kAt o

1.1 FEREFE

TERHE KA B, AR AR 1L L Web of Science™ % 0r A ££ Science Citation Index Expanded(SCIE,
BRI CRGD BdEPE, LA NCBI 4 Bl T ) PMC #dls FEAE e 2ok . F T /KR8 & A A 5%
WHIES), FESURE KR 2 FHEM /R R LB, £ SCIE iR R /KPR Pk, K5
R ZEAEE Y B B 70 SR . AR AW R TS=(((drought* or arid* or salt* or salin* or alkali* or
cadmium) near/5 (resist* or toleran* or prevent* or anti) or (low* near/5 cadmium) or cadmium-free or
anti-drought* or anti-arid* or anti-salt* or anti-alkali* or (cadmium near/5 accumulat*)) and (rice or paddy
or "oryza sativa")). ZE 2023 49 H 26 H, & SCI ik P v kS 2 B AH 18 5L 9,060 57 .

Bl KRBT (1) % 9,060 j K FEHUAR AP aE 18 ST SCER S AL EAT ik, 43 BB F0 Y

(Article) 73 8,293 f&;  (2) R4 DOI 5 ILAC, 7E PMC #uds = h 3R UK ARG BT AR £ Y i aa it 5o
W, FLULECARE] 1,903 4% 4 CEE A pme M aURSa L (3) X IE4A 6 H NXML 4% 304 30k 4T 7l
AR (3B KERAREESE) , 193] json kA4S (4) X 1,903 i json M H4 3CHEAT H EAF B
fEEFE A, PREUGRAERL S 5200 45 11 Abstract 73 5 RALFL 5 52560 1 F2 (1) Materials and methods
Methods. Experimental Section #43, JoSEE6 L FER SCE AR, JLHEHEN 1,639 5 & A SLL0(E B9t
FAAE S TXT SO (5D SR B B8 1 AT N T IE MR IE, ARk 861 s /KAE & i
PUARZE Y P30 0 4 SCR A EERM RS 758870 SOA, VR K AE 8 Rl AR a5} 27 sk 06
P EGE R .

1.2 HELETT

B B B AR R AL B ARVETE RV . SR S St S S HOD IR, TR K
“FIH-RR-TEE 7 SKRE LIS SRR, BRI R SR RIS SRR RIS BT R R E AT
(ECE Bt BEARIRAZ AN T

(1) CAFBE 5% U
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WEFHFHIE

£ T M PMC $dfs 2 3R HUK NXML # X42SCHdE , 570 Je %) Abstract. Materials and Methods.
Methods 15 Experimental Section & 7 g7 It BRI, FFRAFNATCAR X (B D o BT RERHEL
THEVEERE, BFEER HIML brid. fF94%— (515, EFRE) « o008, ERT SRR T
Fr o LRI OR T IRRHMA T &, AR LA BTSSRt 1 0% T4 N\ SO R (B 2).

HFEENXML
Flprocess_filef 4t
B
FEATNXML
i Fparse_nxmlF%k
FRATNX ML ¢
Fia
h
v = ERUREE
rgj Jf"\ i {# Flextract_abstract
';, PMCEEE: ! 1 AEEDEERS
, . §b32
T—R
il BRHNE5
/ i &
jf #HETH {f flextract_ methods
f NXMLAS T2 REREHARSEE
&hsy
ERTXTCH
MR EA.nxml

|—b RETXTSH

b

=i

B 1 NXMLBREIOEETIRRAE

Figure1 Key section extraction workflow from full-text NXML format

([ xTEREeRE | O | sERRE | )3 3 BRSNS
|
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Figure 2 Dataset normalization and preprocessing workflow
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(2) EEERRAE XL
NITEACTE AR S AR, 85 G /KHE B P RIT SO T b1 SCRRAIE, W T Rk sk i AT
WX AR, BT 9REE (R, P& 8REMRAR (R2) , JFRYE L LA R

Rt — PRSI AR o N B IS ThRESE. BIRZE. BRI 4 R3E (K3) .

R1 KEBEFIURESE X
Table 1 Entity definitions in rice breeding

SEARRR e = 3" 4l
sl A VAR | fiRZ I N TR E, BARERRMRE —SEM e R IR8; shanyou63
iR i mRNA [¥) DNA J541, P4 508 % R AR KRE kR
FE A GEN | FUS3; APETALA2
TN
HER PRO | ##ii& RNA [F1724), HE 548 RS @8 RS F B R CLV3; LECI
M. dup A R — HILFPAT R E DIt 8 2 AN H R B ThRE S HTE s
TIS root; stem
wE =S
WES R & EF IR AR AV EE R R R D salt stress
= PHE I A ke T LS 1) R AR % T P PR salt tolerance
BHEEMEAR | TT R B T A 2 VR DR R R R AR hybridize
FTEMEAR | MT R 51 A5 D7 AT B R R I HOR gene editing
THENHEAR CT Hd S v AL ER A O AR R deep learning
K2 KEEMTHEERBERR
Table 2 Entity relationships in rice breeding
RERH E Sk Z-a N = 3"
& A FE DR/ B R IR i oo 0,5 B R B B R
i Hik ¥ DNA il i RNA, 5% RNA 4ifid
R R £ H AR )
B 5
FIK P FER/ B R M. AR WIRFE R B A REA L. UAEs B pRik
FHEAEH FER/E QR 2N rS FRFLIR L A 5 S PR (8] A ELAE F DG R
ML, s
. 2N AP M. AR IR A FIPR T R R H UK i S
HREE R
SR/ R R )
Al A F3it) IR EER . BEE BT A Bl EEREE PR 306 R R 5 0
2N AES
BWAEEMEARY | HREAL R 73 T HFEARF BN ARZ
IR ER |
HAREGE FEMERATHE FETER R, HEIRAERHE S0 RAR 1 H AR {3
FR/ T EFEA
BLEA 26 J5 WU 1 T 3 SRR & SEAA
WAL F AR/ 7 R BAL BRI 47 B MRS AR
R/ R/ d P/ B 5
HORSC ¥ FEMEARATE mP. R, BER. A AiRMSE. REK
IR AT
BLEA PRI
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Table 3 Types of scientific experimental events in rice breeding
P B N L i Fskfk KKK R 2Ptk
B | MRS St st A (2 HE IR/ A
MR R A HH e BRI R E4=Pil
MRS HE K/ 1 Feak Wy MO, MMM
heek | A MR, HAMBERE
ER S G S s AL AN
Ve
AHEAE AT FR/EE FHEAEH IR SR
MR F AT BEBR/ B (1 /o AL FA
RIRE
IR i F A AR SR AL FA
LA EEM | BEFMEAR/ > TEREAR BAREGE BAEBFMHHEAR T EREA
TG S THEHLEAR ARG HHEHLEA
THEHLEAR ARG BAEBFMHEAR T EREA
HARE | FREGIEEM
B MR T HFER BARGE LA
WIS | B E MR/ T E AR BORSH# st /R R R /R A
TR A THEHLEAR BORSCH# st R R /R AR

(3) BRMRE S EE L

M 861 j tE AL HL 600 i SCHRZE I ZREE, Hiak 261 jm SCHRIE N INAE, M@ FREIERLE.
s BB IE AR e S, R RS RAME” BAEXTINRERT 9 sk, 8 R ARMIbRVE, PR
BB 3 fros, SFFbRES R X B RS, IR Bk SR HE R .

anscription_or_
1 ectopic expression of the myb transcription factor of amrosea? from antirrhinum majus has been reported to change anthocyanin and other metabolites in several species . in this study . we found th
technical_support
technical_support
technical_support
technical_support
technical_cooperation-
nfiuenc
f I
- |
teract
wranscription_or_tfnslation, ] } orlain.

expression of amroseat significantly improved the tolerance of transgenic rice to drought and salinity stresses _ transcriptome analysis revealed that a considerable number of siress-related genes w

technical_support

technical_support

hnical_suppork

technical_cooperati

fluenc

tissue_developr
tissue_developr

nfluencs

_of_expression-

_of_expression-

B3 KBEAIERERS

Figure 3 Annotation example in the field of rice breeding
(4) SFEAFh BB R 5 ) 25
AR B, #F BERT I 2505 5 A8 1) 564t F, 1EH BERT-base (Chinese) fFA%:Ailigwts
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HiR (12 J2 Transformer 254, B2 4ERE 768, 12 MEE I3k o g, B R AdamW
AR, #1308 2e-5, batchsize N 16, ZRFEECH 10 &, FFEF 7K NVIDIA RTX 3090 GPU
(24GB A7) WEE N e I 2R 5 HE R . AEBEAR 484 |, 7E BERT St a5 Bl bk N\ AR PR3 0
(0 ZR A E 2 B L), ) T R UL e P SR 5 00 R U Y, A AR SR P U /K 42 3006 R AL
FWE, ARSI AR AL S G R 7 R ANBY B, DARRARIRE & 3l U 55 1) 52 0 MR IR 5 T B A il HX
PERE.

TESEAHMECEY B, LA BERT NG @ RN 2 SMmILE, Hol N TZHM “Hooih” miRk
AL S AR B SRR “RURIE " AR AL HRTI S, B E: T A bR 1 S 451
SERCAMT AR PE I ULAC S 03, A5 18 SR SRS AR MU B SCAR R BiJE, fEAS)E odid
TR IHUE 23 TR R L AR SRR A R T IR N, R85 RN R Bl X 48 S 2 R AR K P F]
AR, AT R B R G 1 3B R B SRR IR

TERREM B, KT SR st K R 257 (PL-Marker) , b A% 2% 3= -7 S
XPIEHAT R R AN, LK R TcH R e B, IR — P25 & i) ) 55 5 FHE M d R 7 S0 i 4
Foedle %W BOM H SEARIEES RAE NN, 3 — B3R T Ok R AR R HER 1 o

FEAMTENRRLG 7, AW FE LA E K REEAR O AR R “HIRAE (Trait Ontology) 7
1,966 Z5/KFEPLAR VI I ARG () WId SR AE AN AN IR, [FIB 5] N A2 i 0 2% 38 S AE 28
LightRAG, HaNMEIEAN 78 SUEAR LR 5 ¢ RAB R, I SEIAMT AR E RS R S5k, st
Pl t#E BERT+LightRAG 7K FE & P JE AL W) 18 STk S8 AR R OC 2 (R R A H o

(5) FH{FAEPR LS %

A, BRI 3] 10,409 252145 13,034 55K K R, Gi— i3 AR 2 se i Sk oo 4504,
SRR . <ESEAR, FIARRA, CRFA, BARSLAK, FARKA >, FAFL LI F ARG 5 I A A
SRR, o, WS BN SCER T B (R R AR AR, SR R E B AL S
TR SR 25 B0 R B

AREHEEA S KRG B FAELE Y a SR (entity) FISEHR (relation) sk, N7z EUA
#E, K json #&IFLEES 5 U osv & AR, stk Centity) R EE 3 AT, WEK 4
Fi7n: filename 7N SEAR BT AE TUEHE B9 U9 5 s entity_name RN SEAREA, GHE M (variety)
H[H (gene) , HRMA (protein) , HZ. AFIZRTE (tissue) , MK ZE (environmental factor),
FKM (phenotype) , BB FIHIA (traditional technology) , 73T B FHA (molecular technology),
TFEHVLELAR (computer technology) 3£ 9 2%; entity value F/n EAARMISLAA LR

R4 KBEAFEEEYMESREER R

Table 4 Examples of in the field of abiotic stress resistance in rice breeding

filename entity_name entity_value
6993 variety suijing 18
3847 computer_technology clustal x
3944 protein 14-3-3 proteins

o B R, 2026, 11Q2) |7
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filename entity_name entity_value

7696 molecular_technology crisp/cas9
3923 variety dongjin
2769 phenotype cd tolerance
7433 gene apx8
7076 gene osamt2;1
3392 traditional technology backcross
4042 tissue anther
3054 environmental factor cd stress

KA (relation) FHAE 11 DFE, WK 5 Pros: filename 7R IR R T E 7088 19304 9w
F; relation name K/x K RZFEM, WA (contain) , Fxo#NEF (transcription or_translation) ,
FIE T (regulation of expression) , ZHZ1. 4HMEAIZSE K E M (tissue development) , FHEAE
i (interaction) , 521 (influence) , FARA1E (technical cooperation) , AR 4¥ (technical support)
3£ 8 2K; entity_name_from FIRIZFF LIS AT 1) EILARKAL: entity_value from FoR %k LI H
PRI E AR FAR LR entity_name_to FINILFHF LI FAF M Z LARKAL: entity_value_to RN i%F}
SIS HAF R AR BAR IR Bl SIS R R B A S g A I I AR N, RS
HREFRZA LI FH TR B AR K Publication Year 37~ 1% R4 S50 F A B 48 SCHR 19 &
Sy ERHUR R SR SIS S I R SRR s S IR R R AR S A T
SCHR BRI S o

NG UE BRI B, %68 BERT. BERT+Union LA BERT+Intersect #7445 EL R AY
MAERR . H R FLAE = AMEAR i E S RS TE A . WEBARURE , A S A ) i BB Y
FEKFE B FhboAE AR b S ) S AR A5G R EUh U T SR ROR , IF HARBCT HoAdoos ELsEAY,
BRI RE (R 6) o [N, Nik—PIoubhieas R ar sk, AR & i BN EL 200 28
LA, I 3 AL T T N TR R SRR Ok R ANE S AR Sk o8 Bt S A vk
17VRAl, JER AR5 7 SNk AT Bk . 45 RS0, hIREE BP9 70 8 2.73, — B &% (Kappa)
9 0.81, FUIEHEE B A B e S — 8.

T AR ATI AL R ARG SCHR BN G AL . T SRR AL R M A 1), TR = g
fifo 220 1 ot 2 S A6 R e H B EOR AR I R SRR SRR, AR € AR R TR RR A AT R
KECGWZEM . P, M AN KRS S Mot e k. DIRHASEI A % O I 45
WHHEEE, X T IEANE R SR S AT AR AR AR Z TR G, B A ) B A
LR AUl R &k 5 (R RS B ADKARE A e R, s s
PHmBUE R 5 SCRAVA R S HEHMBURRL, Sl “BlazSCiG b7 Mol o, KA “E
- RAR-TEE” TC SR IF I a) 522 RS M, ST T 10,409 25 SEARAT 13,034 26K AR
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Table 5 Examples of entity relationships in the field of abiotic stress resistance in rice breeding
entity_name Bl spie B | BRI EME | Publication 2R} %5
filename | relation_name | entity name_from | entity value from entity_value_to
_to RE K% Year HE PR
7059 contain variety guangluai protein 14-3-3 genes RV A FiA JE M 2022 1 14
4497 influence gene simyb56in phenotype aba accumulation | R0 FAF K 2020 1 72
environmenta
2644 interaction gene oscbscbspb4 abiotic stress AR EAE A RE 2018 2 14
1 factor
regulation_of e .
4100 gene osduf668 tissue flag leaf M RLR L Fif Thaek 2019 1 21
Xpression
technical coop | computer technolo molecular_tec ‘
7104 origin 165 rra TFRAESEI HRFE 2022 1 29
eration gy hnology
technical supp | computer_technolo TSLIe Y iEE
7059 clustal omega protein 14-3-3 genes PR 2022 1 14
ort gy 4
tissue_develop | environmental fact o
2620 drought stress tissue aleurone layers WESR F TiRe 2018 1 17
ment or
transcription_o
3909 gene oscaml-1 protein cam RN A ThaEk 2019 1 34
r_translation
technical coop | computer technolo computer_tec TG A 1EF
1886 clustal x bwa HARZE 2016 1 69
eration gy hnology 14
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K6 FTHMRAMBHR
Table 6 Performance of entity and relation extraction
REAME | SEHWRAE | RRMRA | EHhER
BRIRAY ST Tl ER VA KA F1E
b ES # EES F1 &
BERT 79.00% 59.45% 72.01% 49.43% 75.34% 53.99%
BERT+Union 25.75% 22.68% 81.82% 98.88% 39.18% 36.90%
BERT+Intersect 97.18% 70.00% 57.66% 31.46% 72.37% 43.41%
AAEIY 89.51% 79.97% 85.73% 70.67% 86.53% 76.26%

B gE . ARBCT B DUETALL PRRE A A Oy A Bl AR S B i S B s R
WHE S 5 A 2R B R, W SENGE BT SE G2 . AR A RR A 7 m A OL BT
B S B TESOUZZOE I AL OOV RHIHER . BT . BRERE S RGeSt T
HE PRSI

FEEESARTRIYIE, (F& UEH ChatGPT- 5 #ATIAR A . S HEOMEATRG L. Irf
R A A8 A B AT AR ORI R R SR BEAR A L Bl BOSE Ik B A AR A S 2 AT

IG5 (1991—) , 2o, Ww@EHEPHA, Hd, BIFFFRER, BF57 MO S ERZ . 2K
AR BdERESHIR L URE .

EEEE (1982—) , 5, W)IEERT N, B, TR, By oy KB e s B S R A .
TR TAE: OB B SR

FAEA (1995—) , 5, IWREHBWA, WEmad, JFermaBmodr. miRgg. 38K
AR BdibriE 5 0B,

AR (1998—) , B, WZEMEAERETTN, EEREAE, BT O E BRI . R BRI T
TE: Bl RE S HIRRXT

TR (1998—) , %, WIbBEEET A, Wit, BB r . FERE TR BEtnE
Hig g,

JkAE (1966—) , 5, ERITAPHFENA, B, WFRR, RS B RIEE R, EERE
TAE: wXHFERTER.

fMHE (1970—) , 55, BRILE-LEEHA, W, SFFREA (C8) , FHR07TRAETE B R
HHZ FERMEITAE: BIEREERSE RS
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Abstract: With the widespread application of data-driven technologies in biological breeding, the
construction of structured and standardized scientific experimental datasets is important for revealing
research patterns and supporting intelligent breeding decision-making. To improve the breeding efficiency
of rice under abiotic stress conditions, this study constructed a scientific experimental event dataset in the
field of rice breeding for abiotic stress tolerance. Based on the Web of Science™ and PubMed Central
databases, relevant full-text literature published between 1990 and 2023 was collected. Combining the
enhanced LightRAG retrieval-augmented model and an improved BERT language model, this study
extracted nine types of entities (variety, gene, protein, tissue, environmental factor, phenotype, genetic
breeding technology, molecular breeding technology, and computer technology) and eight types of
relationships (containment, transcription or translation, expression regulation, interaction, regulation of
tissue, cell and organ development, influence, technical cooperation, and technical support. Furthermore, a
five-tuple event structure with temporal and disciplinary attributes was constructed, incorporating 10,409
entities and 13,034 entity relationships. The dataset presents experimental events in a
subject—predicate—object structure, and is categorized into four types: attribute, function, causality, and
technical. During the data construction process, quality control measures such as standardized cleaning,
semantic annotation, expert review, and multi-model comparative evaluation were used to ensure the
accuracy and consistency of the data. Compared with traditional scientific data resources, this dataset
emphasizes the dynamic relationships and technical pathways embedded in experimental processes. It can
provide key support for rice functional gene mining, trait improvement pathway reconstruction, knowledge
graph construction, intelligent question answering systems and so on, possessing substantial professional
value and broad application potential.

Keywords: rice breeding; abiotic stress; scientific experimental events; LightRAG model; BERT model

Dataset Profile
) A dataset of rice breeding experimental events for drought tolerance, salinity tolerance,
e and low cadmium accumulation
Data corresponding authors ZHANG Xuefu (zhangxuefu@caas.cn); SUN Tan (suntan@caas.cn)
Data authors LIN Qiao, XIAN Guojian, HU Zhijie, WU Yu, DING Nanling, ZHANG Xuefu, SUN Tan
Geographical scope Global
Time range 1990-2023
Data volume 982 KB
Data format *.csv
Data service system https://doi.org/10.57760/sciencedb.j00001.01587
Sources of funding National Social Science Fund of China (23BTQ054, 22BTQ079).
The dataset consists of 2 data files. Specifically: (1) an entity table containing 3 fields; and
Dataset composition
(2) arelation table containing 11 fields.
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