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Figure 1 Vector construction diagram
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Tablel Main nutritional composition data of wild-type and high-lysine gene-modified rice

27 EREM R BEA BB (%) bs9:i1i] BKS AR
/WT (mg/g) (mg/mg) (mg/mg) (ng/mg)

HEH (RE WT 126.37 73.26 0.017 0.16 4191

o 5)

35A2D1L-10 140.39 73.53 0.017 0.16 218.45

PYREEA 1 35A2DI1L-21 131.26 73.30 0.015 0.15 185.83
35A2DI1L-32 113.78 74.49 0.016 0.15 246.77

GA2DIL-4 127.57 74.58 0.016 0.17 15.43

B A 2 GA2DIL-12 111.58 74.36 0.016 0.16 15.37

GA2DIL-23 115.30 74.69 0.015 0.16 16.10

PRI A 3 Ri-17 107.72 71.38 0.016 0.17 160.60
AMNIFIEA 1 GR-14 112.54 73.06 0.014 0.15 129.70
ANIR LR 2 35R-17 127.21 73.02 0.016 0.16 736.60
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ARG ESHARMENR, HEaEA. BR BB Bk 4 MEFHS &8 SHARZHY
TRFEER., HPEASTEN 107.72-140.39 mg/g 2 18], LSS ETE 71.38% - 74.69% 2 18], &g
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Figure2 Images of one wild type and 9 high-lysine gene-modified rice samples
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A dataset of main nutritional components in 9 lysine

gene-modified rice varieties

LIUYan"% JINFen', CHEN Zhijun'*" LIU Tingting>*"
1. Institute of Quality Standard and Testing Technology for Agro-Product, Chinese Academy of
Agricultural Sciences, Beijing 100081, P.R. China
2. National Data Center of Agro-Products Quality and Safety, Beijing 100081, P.R. China
3. Agricultural Information Institute of CAAS, Beijing 100081, P.R. China
4 National Agriculture Science Data Center, Beijing 100081, P.R. China
*Email: chenzhijun@caas.cn (CHEN Zhijun); liutingting@caas.cn (LIU Tingting)
Abstract: Lysine is considered as the first limiting essential amino acid in rice, and increasing its content
in grains has long been an important goal in improving the nutritional quality of cereal crops. This study
collected ten rice samples from three different experimental fields in Jiangsu Province. Using the japonica
rice variety Wuxiangjing 9 as the wild-type parent, the lysine metabolism pathway in the rice endosperm
was modified. Multiple new high lysine gene-modified rice germplasms were cultivated, and their
nutritional components (including lysine, total protein, total sugar, total fat, and total water) was analyzed

and determined. Based on this, a dataset of main nutritional components in 9 lysine gene-modified rice
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varieties was established. The data collection and processing strictly followed quality control and standards

of measurement instrument regulations. The dataset systematically presents the key nutritional components

of various types of high lysine gene-modified rice varieties. Additionally, it provides a scientific basis for

assessing whether modifications in lysine metabolism affect rice quality and explores potential influencing

factors, and to offer data reference for the quality evaluation and regulation of high lysine rice.

Keywords: high lysine rice; nutritional component

Dataset profile

Title

A dataset of main nutritional components in 9 lysine gene-modified rice varieties

Data corresponding author

LIU Yan (liuyan09@caas.cn) , CHEN Zhijun (chenzhijun@caas.cn)

Data authors

LIU Yan, CHEN Zhijun

Time range

2020

Geographical scope

Jiangsu, China

Data volume

1.5MB

Data format

*xlsx, *jpg

Data service system

<https://doi.org/10.57760/sciencedb.agriculture.00150>

Source(s) of funding

National Key Research and Development Program of China (No. 2023YFD1600302);

Central Public-interest Scientific Institution Basal Research Fund (No. Y2024JC07).

Dataset composition

The dataset consists of two parts. One contains the sample information and main
nutritional component data, including 10 types (one wild type and 9 high lysine
gene-modified rice varieties), 90 rice samples, and the components of main nutrients
(lysine, total protein, total sugar, total fat, total moisture), in “.xIsx” format; The other

contains sample images, including 10 types of rice sample images in “.jpg” format.
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